Red squirrels in Britain
. They assembled over 100 squirrel samples collected between 1918 and 2000 and analysed four polymorphic microsatellite loci for each specimen. Individual squirrels were assigned to populations on the basis of which wood they were collected in. Hale et al. could separate squirrel populations into three genetic and geographical groups: northern, western and eastern. They found that Cumbrian squirrels changed dramatically in the 1980s from a western to northern genotype. This was linked with the planting of a large conifer forest, Kielder Forest, which resulted in a 'defragmentation' of the landscape. This study shows how genes can leapfrog through habitat patches that serve as a network of 'stepping stones' and it highlights how human-driven changes to the landscape can have a dramatic affect on the speed of gene flow across hundreds of kilometers.
